Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.115; data-to-parameter ratio = 15.4.
In the title salt, C 3 H 5 N 2 + ÁC 7 H 6 NO 2 À , the carboxylate group of the 4-aminobenzoate anion forms a dihedral angle of 13.23 (17) with respect to the benzene ring. There are N-HÁ Á ÁO hydrogen-bonding interactions between the anion and cation, and weak intermolecular C-HÁ Á ÁO contacts with carboxylate O-atom acceptors of the 4-aminobenzoate anion result in extended three-dimensional R 
Related literature
For the antimicrobial and antiprotozoal biological activity of imidazole, see: Kopanska et al. (2004) ; Sondhi et al. (2002) . For the biological activity of 4-aminobenzoic acid, see : Lai & Marsh (1967) ; Robinson (1966) . For related structures, see: Moreno-Fuquen et al. (1996 , 2009 McMullan et al. (1979) . For hydrogen-bond motifs, see: Etter (1990) . For hydrogen bonds, see: Nardelli (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Farrugia, 1997) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
RMF is grateful to the Spanish Research Council (CSIC) for the use of a free-of-charge licence to the Cambridge Structural Database (Allen, 2002 holding biological activities and is used in the field of pharmaceuticals and medicine like antimicrobial and antiprotozoal (Kopanska et al., 2004) or anti-inflammatory agents (Sondhi et al., 2002) . In turn, 4-Aminobenzoic acid (PABA) (Lai & Marsh, 1967) is an important biological molecule, involving the synthesis of folic acid (Robinson, 1966) and promoting the extension of hydrogen-bonded network structures. To continue research on the structural behavior of the imidazole molecule with different hydrogen bond donors, the system imidazolium 4-aminobenzoate adduct (I), is reported. The 4-aminobenzoic acid and 4-nitropyridine N-oxide (PABA+NPNO) molecular complex (Moreno-Fuquen et al., 1996) and the PABA and imidazole (IM) free molecules (McMullan et al., 1979) may be used as reference systems in order to compare to the title imidazolium salt. The molecular structure of (I) is shown in Fig. 1 (30) (Etter, 1990 ) edge-fused rings (Fig. 2) . In a second substructure, the PABA molecules are linked by N-H···O hydrogen-bonding and intermolecular C-H···O weak interactions which form a R 4 4 (22) e dge-fused rings along a and c directions (Fig 3) . All of these interactions define the bulk structure of the crystal.
The synthesis of the title compound (I) was carried out by slow evaporation of equimolar quantities of 4-aminobenzoic acid (0.625 g, 0.0046 mol) and imidazole (0.310 g) in 100 ml of a mixture of dry acetonitrile. Colourless blocks of a good supplementary materials sup-2 quality, suitable for X-ray analysis with a melting point of 371 (1) K were obtained. The initial reagents were purchased from Aldrich Chemical Co., and were used as received.
Refinement
All H-atoms were located from difference maps and were positioned geometrically and refined using a riding model with C-H= 0.93-0.97 Å and U iso (H)= 1.2U eq (C).
Figures Fig. 1 . An ORTEP-3 (Farrugia, 1997) plot of the title (I) compound, with the atomic labelling scheme. The shapes of the ellipsoids correspond to 50% probability contours of atomic displacement and, for the sake of clarity, H atoms are shown as spheres of arbitrary radius. (30) e dge-fused rings and also the hydrogen-bonding interactions as broken lines. Symmetry code: (i) -x + 1/2, y -1/2, -z + 1/2; (ii) x -1/2, -y + 3/2, z -1/2; (iii) -x, -y + 2, -z + 1. Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.213 (14) Secondary atom site location: difference Fourier map
Special details
Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance mat- 
